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3 <110> APPLICANT: Perez, Dianne M. 

4 Zuscik, Michael J. 

6 <120> TITLE OF INVENTION: Model systems for neurodegenerative and cardiovascular 
disorders 

8 <130> FILE REFERENCE: 26473/04200 

10 <140> CURRENT APPLICATION NUMBER: US 10/052, 589A 

11 <141> CURRENT FILING DATE: 2002-01-18 

13 <150> PRIOR APPLICATION NUMBER: US 09/568,255 

14 <151> PRIOR FILING DATE: 2000-05-10 
16 <160> NUMBER OF SEQ ID NOS : 3 

18 <170> SOFTWARE: Patentin version 3.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 2102 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Mesocricetus sp. 

25 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (15) . . (1559) 
2 8 <223> OTHER INFORMATION: 

W--> 30 <400> 1 
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12 8 Ala Cys Ala Tyr Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu 
129 385 390 395 

131 cga teg cag teg egg aag gac tec ctg gac gac age ggc age tge atg 1250 

132 Arg Ser Gin Ser Arg Lys Asp Ser Leu Asp Asp Ser Gly Ser Cys Met 

133 400 405 410 

135 agt ggc age eag agg ace ctg eec teg gcg teg ecc age eeg gge tac 1298 

136 Ser Gly Ser Gin Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr 

137 415 420 425 

139 ctg ggt egc gga geg eag eea cea ctg gag etg tge gee tac ecc gaa 1346 

140 Leu Gly Arg Gly Ala Gin Pro Pro Leu Glu Leu Cys Ala Tyr Pro Glu 

141 430 435 440 

143 tgg aaa tec ggg get ctg etc agt ctg cca gag cet eeg ggt egc egc 1394 

144 Trp Lys Ser Gly Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg 

145 445 450 455 460 

147 ggt ege etc gac tet ggg eee etc tte act tte aag etc ttg gga gag 1442 

148 Gly Arg Leu Asp Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu 

149 465 470 475 

151 ccg gag age eeg gge ace gag gge gat gee age aat ggg gge tge gac 1490 

152 Pro Glu Ser Pro Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly Cys Asp 

153 480 485 490 

155 gea aeg acc gac ctg gee aat ggg cag ecc ggt tte aag age aac atg 1538 

156 Ala Thr Thr Asp Leu Ala Asn Gly Gin Pro Gly Phe Lys Ser Asn Met 

157 495 500 505 

159 cet etg gea eec ggg eac ttt tagggtecct tttetttcec ceacaeacae 1589 

160 Pro Leu Ala Pro Gly His Phe 

161 510 515 

163 ceeagggggg aggaeaceat tgtggggggc gggggcatgg gggggagtgt cagceceggg 1649 
165 tagaeaeagg gtcgcaaggg taeaaggggg gaggggggeg gggagagggg eagctgcttt 1709 
167 tctggcaggg gcatgggtgc caggtacage ggagagctgg etgegcatgc tgagagcctg 1769 
169 gggaeceace cecaaegctg gecgggaett aagtctctct ettctctctc tetgtatata 1829 
171 tataaagagt ccctctatac gtatttatct gtgggtaeac gtgegtgtgt ctgtgcggtg 1889 
173 aacgtgtggg ctgcatggat gtgtgttggg ggcctgceea cttgcgcgtg ctggggcaga 1949 
175 gcgagtgtgt geectggcaa tgtcaggttt gttgtttgte tettgacttg tacctctcaa 2 009 
177 gecccteett gttctctggt eaatgctggc attttgatgg ggttggaaae caagteagat 2069 
179 attaaaaate atttctegtg aaaaaaaaaa aaa 2102 

182 <210> SEQ ID NO: 2 

183 <211> LENGTH: 515 

184 <212> TYPE: PRT 

185 <213> ORGANISM: Mesoericetus sp. 
187 <400> SEQUENCE: 2 

189 Met Asn Pro Asp Leu Asp Thr Gly His Asn Thr Ser Ala Pro Ala Gin 

190 15 10 15 

193 Trp Gly Glu Leu Lys Asp Ala Asn Phe Thr Gly Pro Asn Gin Thr Ser 

194 20 25 30 

197 Ser Asn Ser Thr Leu Pro Gin Leu Asp Val Thr Arg Ala He Ser Val 

198 35 40 45 

201 Gly Leu Val Leu Gly Ala Phe He Leu Phe Ala He Val Gly Asn He 

202 50 55 60 

205 Leu Val He Leu Ser Val Ala Cys Asn Arg His Leu Arg Thr Pro Thr 
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206 65 



70 



75 



80 



2 09 Asn Tyr Phe lie Val Asn Leu Ala lie Ala Asp Leu Leu Leu Ser Phe 
210 85 90 95 

213 Thr Val Leu Pro Phe Ser Ala Thr Leu Glu Val Leu Gly Tyr Trp Val 

214 100 105 110 

217 Leu Gly Arg lie Phe Cys Asp lie Trp Ala Ala Val Asp Val Leu Cys 

218 115 120 125 

221 Cys Thr Ala Ser lie Leu Ser Leu Cys Ala lie Ser lie Asp Arg Tyr 

222 130 135 140 

225 lie Gly Val Arg Tyr Ser Leu Gin Tyr Pro Thr Leu Val Thr Arg Arg 

226 145 150 155 160 

229 Lys Ala lie Leu Ala Leu Leu Ser Val Trp Val Leu Ser Thr Val lie 

230 165 170 175 

2 33 Ser lie Gly Pro Leu Leu Gly Trp Lys Glu Pro Ala Pro Asn Asp Asp 
234 180 185 190 

23 7 Lys Glu Cys Gly Val Thr Glu Glu Pro Phe Tyr Ala Leu Phe Ser Ser 
238 195 200 205 

241 Leu Gly Ser Phe Tyr lie Pro Leu Ala Val lie Leu Val Met Tyr Cys 

242 210 215 220 

245 Arg Val Tyr lie Val Ala Lys Arg Thr Thr Lys Asn Leu Glu Ala Gly 

246 225 230 235 240 

249 Val Met Lys Glu Met Ser Asn Ser Lys Glu Leu Thr Leu Arg lie His 

250 245 250 255 

253 Ser Lys Asn Phe His Glu Asp Thr Leu Ser Ser Thr Lys Ala Lys Gly 

254 260 265 270 

257 His Asn Pro Arg Ser Ser lie Ala Val Lys Leu Phe Lys Phe Ser Arg 

258 275 280 285 

261 Glu Lys Lys Ala Ala Lys Thr Leu Gly lie Val Val Gly Met Phe lie 

262 290 295 300 

265 Leu Cys Trp Leu Pro Phe Phe lie Ala Leu Pro Leu Gly Ser Leu Phe 

266 305 310 315 320 

269 Ser Thr Leu Lys Pro Pro Asp Ala Val Phe Lys Val Val Phe Trp Leu 

270 325 330 335 

2 73 Gly Tyr Phe Asn Ser Cys Leu Asn Pro lie lie Tyr Pro Cys Ser Ser 
274 340 345 350 

2 77 Lys Glu Phe Lys Arg Ala Phe Met Arg lie Leu Gly Cys Gin Cys Arg 
278 355 360 365 

281 Ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly Ala Cys Ala Tyr 

282 370 375 380 

285 Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu Arg Ser Gin Ser 

286 385 390 395 400 
2 89 Arg Lys Asp Ser Leu Asp Asp Ser Gly Ser Cys Met Ser Gly Ser Gin 
290 405 410 415 

293 Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr Leu Gly Arg Gly 

294 420 425 430 

2 97 Ala Gin Pro Pro Leu Glu Leu Cys Ala Tyr Pro Glu Trp Lys Ser Gly 
298 435 440 445 

3 01 Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg Gly Arg Leu Asp 
302 450 455 460 
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305 Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu Pro Glu Ser Pro 

306 465 470 475 480 

309 Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly Cys Asp Ala Thr Thr Asp 

310 485 490 495 

313 Leu Ala Asn Gly Gin Pro Gly Phe Lys Ser Asn Met Pro Leu Ala Pro 

314 500 505 510 

317 Gly His Phe 

318 515 

321 <210> SEQ ID NO: 3 

322 <211> LENGTH: 3453 

323 <212> TYPE: DNA 

324 <213> ORGANISM: Mus musculus 

326 <400> SEQUENCE: 3 

327 tcgactgccc agtgcccttt gcctctgcac catctccatg atcaatgagc taaggtacca 60 
329 ggagctccaa caggttcaca ctaccacaaa cctcaaaaat aggcatctct tatgtttaaa 120 
331 tctctaaagg cagcttaggt aagatagttg aaatgagggc agggactgtt ttcaaagcta 180 
333 tctgaatcat tgtttgtttg tttgtttgtt tgttatctca gagaaactcc ttagaattgt 240 
335 atattttgtg caactggaga gcttgtgcca tttttaatag gagattaagg accttaaacg 300 
337 tatagtgggt gatacatgct tgtaacaaca acactaagag gctgggaaaa gaggaagatt 360 
339 atcatgattt tggggccagc ctgggctaat aataagttct aggccagcct aggcccaagt 420 
341 aagaccatct ctcaaacaag caatcaaagg ctggagagtt gtctcagcag ataagggcat 4 80 
343 ttggtgctct tgcagaggac tcgggtccaa ttcccaccac ccaaatggtg gctcacaacc 540 
345 atcccaactt cagcttcaga ggaccccatg cccatctgtc aactttcaca ggcagcaaag 600 
347 caggcaatga atgtaatact cacacgcaaa aaaaaaaaaa aaaaaaaaaa gacagtaaat 660 
349 taaaagaaac aaataaacaa aaaacgtaat cttctccaaa aagtacaagc aaaaagactt 720 
351 caaaagccca actttaggct gaagaacttg cacaggaacc gccttgcatg gcccctgctt 780 
353 ccttgcccct taatcaaaat acagcgacta tcaaaagcag aaattagaag cctgggccat 840 
355 ggcttgtgga ctggaagaaa tgggtatcag gtgtctcctt gcaattcagc agccactgcc 9 00 
357 ctgtcccctg cctcatgtca ctagcatatg actaactctc tgatctactg ttttctcgtg 960 
359 tgtccacaga gagcagtgat gcctctctct caaagacttg ttaaagaaaa ataaaagaaa 1020 
361 ataagtaagc tgggtgtggt gtcttatgct tgtaatccaa gcactgggga ggtgggggcc 1080 
363 aacggatttt ggggtttggg acaatattgg tctgcatagt gagctcaaga ccagtgtgag 1140 
365 ctacacagca agaaaaggga agagaagaga agagaagaga agagaagaga ggagaggaga 12 00 
367 ggagaggaga ggagagagag aggagaggag aggagaggag aggagaggag ggagaggaga 1260 
369 ggaggggaga gaaataagta aatgtttgat gaacagtagg agctcagcaa atgtgggttc 1320 
371 cttcccagta gcactaactt gagccccaaa atgagccatt taaaaaaaaa gcccaagtta 1380 
3 73 taacatttac tctatcccct attttgctcc tatagaaacg gtgactcttc tatggctcag 1440 
375 tactcagcac tagaataagg aaacccagta atgacattca actccaactc acccttcctc 1500 
3 77 tcctcaatag gcatatgtac ttgaaaaaaa cggctcaact cccttatcac acgggtccca 1560 
3 79 tcctcaaaac agaaatcaaa atgagactag ttctctcatc aagtcgggag aaaaggcagc 1620 
381 atgaacgtag cacatggtct agcatctaag tattgggaga cagagaatct tgagttcaaa 1680 
383 accaacctga agaccttctt tctttttttt tttttttttt tttttttttg aagaccttct 1740 
3 85 ttctaaaaac aaacaaacaa acaaacaaac aagaaaattc ttccctggtt tgactttttt 1800 
3 87 cttcttcctt tttgtaatta cccacctctg gaaatagggt ttgtagccta atagcctaca 1860 
3 89 tgtatacaag gcaatacaag aaaagagcca acaggcaaga cccccccccc caagtccctt 1920 
3 91 ccccaggatt tggcaatcag tcctcactct ctactcccag agatacaact agctccctct 1980 
393 cacccttccc tcccttcctc cctccttccc tccttccctc cttccctcct tccctccctc 2040 
395 cctcctccct ccttccctcc ctccctcaac tatctctttt agtgacaacc ccaagcccct 2100 
3 97 tcttaaaatg tcaagttcag cctagagatg ctgctcactt ggtagagtat gtgcttgcct 2160 
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